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<13C> 04585049002 

<14C> US 09/864, 675 
<141> 2001-05-23 

<150> US 60/206,495 
<151> 2000-05-23 

<160> 18 

<170> E astSEQ lor Windows Version 4.0 

<210> I 
<211> 994 
<212> DNA 

<213> Homo sapiens 
<400> 1 

a^gaggcgcg acccggcccc 
tactcgccca gcctcaagtc 
ggcaaggtac aggggctggt 
cccgcctcgg gtcgggtggc 
gggctgcagc gcgagcaggt 
cgc vacate t ttttcctgga 
cccctcgata ccaacggcaa 
tgcgccaccc ggcccaagtt 
caa:cgctga agtgtgaggc 
gatggcaagg agcccaaccg 
aacccacgac tacagttcaa 
gecgagaaca tcctggggaa 
accaccctgt catcctggtc 
tgcgtcaatg gaggegtctg 
ccaaatggat tetteggaca 
gatcctaagc aaagtgtcct 
tcaacttctc caagcacctt 



cggcttctcc atgetgetet tcggtgtgtc gctcgcctgc 60 
agtgcaggac caggegtaca aggcacccgt ggtggtggag 120 
cccagccggc ggctccagct ccaacagcac ccgagagccg 130 
gttggtaaag gtgctggaca agtggccgct ccggagcggg 240 
gatcagegtg ggctcctgtg tgccgctcga aaggaaccag 300 
gcccacggaa cagcccttag tctttaagac ggcctttgcc 360 
aaatctcaag aaagaggtgg gcaagatcct gtgeactgae 42 0 
gaagaagatg aagagecaga egggacaggt gggtgagaag 430 
ageagceggt aatccccagc cttcctaccg ttggttcaag 540 
cagccgagac attegcatea aatatggcaa eggcagaaag 600 
caaggtgaag gtggaggacg ctggggagta tgtctgegag 660 
ggacaccgtc cggggccggc tttacgtcaa cagegtgage 720 
ggggcacgcc eggaagtgea acgagacagc caagtcctat 730 
ctactacatc gagggcatca accagctctc ctgcaaatgt 840 
gagatgtttg gagaaactgc etttgegatt gtacatgeca 900 
gtgggataca ccggggacag gtgtcagcag ttcgcaatgg 960 
ggatttgaat taaa 994 



<210> 2 

<211> 330 

<212> PRT 

<213> Homo sapiens 



<400> 2 

M^t Arg Arg Asp Pro Ala Pro Gly Phe Ser Met Leu Leu Phe Gly Val 

15 10 15 

Ser Leu Ala Cys Tyr Ser Pro Ser Leu Lys Ser Val Gin Asp Gin Ala 

20 25 30 

Tyr Lys Ala Pro Val Val Val Glu Gly Lys Val Gin Gly Leu Val Pro 

35 40 ^5 

Ala Gly Gly Ser Ser Ser Asn Ser Thr Arg Glu Pro Pro Ala Ser Gly 
50 55 60 
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<110> 3 
<:il> 897 
<212> DNA 

<213> Homo sapiens 
<400> 3 

atgaggcgcg acccggcccc cggcttctcc 
tactcgccca gcctcaagtc agtgcaggac 
ggcaaggtac aggggctggr cccagccggc 
cccgcctcgg gtcgggtggc gttggtaaag 
gggctgeage gcgagcaggt gatcagegtg 
cgctacatct ttttcctgga gcccacggaa 
cccctcgata ccaacggcaa aaanctcaag 
tgcgccaccc ggcccaagtt gaagaagatg 
caategctga agtgtgaggc ageagceggt 
gatggcaagg agctcaaccg cagccgagac 
aactcacgac tacagttcaa caaggtgaag 
gecgagaaca tcctggggaa ggacaccgtc 
accaccctgt catcctggtc ggggcacgcc 
tgcgtcaatg gaggegtctg ctactacatc 
cctgtgggat acacegggga caggtgtcag 

<210> 4 



atgetgetet tcggtgtgtc gctcgcctgc 60 
caggegtaoa aggcacccgt ggtggtggag 12 0 
ggctccagct ccaacagcac ccgagagccg 180 
gtgctggaca agtggccgct ccggagcggg 240 
ggctcctgtg tgccgctcga aaggaaccag 300 
cagcccttag tctttaagac ggcctttgcc 360 
aaagaggtgg gcaagatcct gtgeactgae 420 
aagagecaga egggacaggt gggtgagaag 480 
aatccccagc cttcc:accg ttggttcaag 540 
attegcatea aatatggcaa eggcagaaag 600 
gtggaggacg ctggggagta tgtctgegag 660 
cggggccggc tttacgtcaa cagegtgage 720 
eggaagtgea acgagacagc caagtcctat 780 
gagggcatca accagotctc ctgcaagtgt 840 
cagttcgcaa tggtcaactt ctcctaa 397 



-2- 



<211> 298 
<212> ?KT 

<21.)> Horr.o sapier.s 



Ker' Arg Arg Asp Pro Ala Pro Gly Pr.e Ser Me, leu Leu Phe Gly Val 
Sei Leu Ala Cys Tyr Ser Pro Ser Leu Lys Ser Val Glr. Asc Gin Ala 
,vs Ala Pro Val Val Val Glu Gly Lys Val Gin Gly Leu Val Pro 



Tyr L , Q 

Ala Gly Gly Ser Ser Ser Asr. Ser Thr Arg Glu Pro Pro Ala Ser Gly 
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,ro Val Ala Leu Val Lys Val Leu Asp Lys Trp Pro Leu Arg Ser Gly 
65" 70 ' 5 



65 . TT n r w = ^ r^w r - O t s Val Pro Leu 

Gl-.- L---u Gin Arg Giu Gin Val -le Ser Va_ G.y Ser L.. s .a 

85 90 



Arg Tyr He Phe Phe Leu 



Glu Pro Thr Glu Gin Pro 
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1 0 



10 5 

Leu Val Phe Lys Thr Ala Phe Ala Pro Leu Asp Thr Asn Gly Lys Asn 
115 120 - 5 



135 



Leu Lys Lys Glu Val Gly Lys lie Leu Cys Thr Asp Cys Ala Thr Arg 

Val Gly 
Gin Pro 

165 170 175 

Arg Trp Phe Lys Asp Gly Lys Glu Leu Asn Arg Ser Arg Asp lie Arg 



Pro Lys Leu Lys Lys Met Lys Ser Gin Thr Gly Gin Val Gly Glu Lys 

15 0 

Gin Ser Leu Lys Cys Glu Ala Ala Ala Gly Asn Pro Gin Pro Ser Tyr 



1 Q Q ~ ^ 

lie Lys Tyr Gly Asn Gly Arg Lys Asn Ser Arg Leu Gin Phe Asn Lys 



185 



Lys Jal Glu Asp Ala Gly gIu Tyr Val Cys Glu Ala Glu Asn He 



200 



205 



Val 



215 



220 



Leu Gly Lys Asp Thr Val Arg Gly Arg Leu Tyr Val Asn Ser Val Ser 

3 q z J j ^ 

Thr Thr Leu Ser Ser Trp Ser Gly His Ala Arg Lys Cys Asn Glu Thr 

24 5 2 50 ^->-> 

Ma Lys Ser Tyr Cys Val Asn Gly Gly Val Cys Tyr Tyr lie Glu Gly 
o f> o 2 6 5 

Asn Gin Leu Ser Cys Lys Cys Pro Val Gly Tyr Thr Gly Asp Arg 

275 280 
Cvs Gin Gin Phe Ala Met Val Asn Phe Ser 
290 295 



<210> 5 
<211> 20 
<212> DNA 

<? 13> Homo sapiens 

<400> 5 20 
gcatcaacca gctctcctgc 

< 2 1 0 > 6 

<211> 2 0 

<212> DNA 

<213> Homo sapiens 



<400> 6 



20 



gcarcaacca gctc:cc:gc 

<210> 7 
<:2 : L> 20 

<;:::> dxa 

<2 '-':>> Homo sapiens 

<4 :'■■.'> ~ 
-go jaactgc cgacacctg: 

<2 10> 8 
<21i> 21 
<2 12> DNA 

<213> Homo sapiens 

<40C> 8 21 
ccaccttttg agcaagttca g 

<::o> 9 

<::]:> 21 
<;:12> DNA 

<2I3> Homo sapiens 

<400> 9 21 
gaggtggctt atgagttctt c 

<::10> 10 
<21i> 19 
<212> DNA 

<213> Homo sapiens 

<400> 10 19 
ggccaccaca cagacgatg 

<210> 11 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 11 20 
qtgagcacca ccctgtcatc 

<210> 12 

<2il> 34 

<212> DIJA 

<213> Homo sapiens 

<400> 12 34 
gagctagtct agagtggctt atgagtattt ct,c 

<210> 13 
.jll> 35 
<212> DNA 

<213> Homo sapiens 

<400> 13 35 
cagcagttcg caatggtcaa c:tc:cctaa gcacc 



<210> 14 



r£ <:::> 34 

^2 I 2> DXA 

< 2 1 3 > Homo s ap i en s 

< 4 C 0 > 14 

c;«c;agttcg caa:cc:caa c::c:ccaag cacc 

<j!0> 15 
<lil> 35 
<2 12> DNA 

<2 13> Homo sapiens 
<400> 15 

cagcagttcg caatggtcaa cttctcctaa gcacc 
<110> 16 

i> 23 

<112> PRT 

<i;3> Artificial Sequence 
<220> 

<223> derived from Rattus norvegicus and Homo sapiens 
<400> 16 

A^a Pro Leu Glu Arg Asn Gin Arg Tyr lie Phe Phe Leu Glu Pro Thr 

I 5 10 15 

Glu Gin Pro Leu Val Phe Lys 
20 



<210> 17 
<211> 17 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> derived from Rattus norvegicus and Homo sapiens 
<400> 17 

P^- Ser Arg Leu Gin Phe Asn Lys Val Lys Val Glu Asp Ala Gly Glu 
5 10 15 

Tyr 



<210> 18 
<211> 15 
<2I2> PRT 

<213> Artificial Sequence 
<220> 

<223> derived from Rattus norvegicus and Homo sapiens 
<400> 18 

Asn Gly Gly Val Cys Tyr Tyr lie Glu Gly He Asn Gin Leu Ser 
1 5 10 15 



